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A Modified CTAB Protocol for DNA Extraction of Picoplankton in Water Environment

HE Yun-yan, LI Shi, LIU Ke-sai, HOU Jian-jun, LIU Xi-xia, LI Yun-tao
(Hubei Key Laboratory of Edible Wild Plants Conservation and Utilization, Hubei Normal University, Huangshi Hubei 435002, China)

Abstract: The research of picoplankton in water environment requires high quality of total DNA. Through the modification of conventional
CTAB method and the optimization of the several key steps in the process of extraction, which included the combining of CTAB and SDS,
the removal of impurities by 5x CTAB etc, the method for efficiently extracting total DNA of picoplankton in water environment was
established. Furthermore the conventional CTAB method and proteinase K method were compared with modified CTAB method. The yield
and purity of DNA extracted by the modified CTAB method were the highest, and it was the most suitable for subsequent experiments.
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